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Present positions:

Full Professor, University of Vienna.
Vice-Head of the Department of Functional and Evolutionary Ecology

Head of Molecular Systems Biology Lab (MOSYS) https://mosys.univie.ac.at/

Head of Research Center Artificial Intelligence in personalized nutrition for disease prevention and
well-being (AIPN) https://aipn.univie.ac.at/

Director of the Vienna Metabolomics Center, University of Vienna http://metabolomics.univie.ac.at/

Google Scholar https://scholar.google.de/citations?user=2000ZCgAAAAJ&hl=de
AD scientific index https://www.adscientificindex.com/scientist.php?id=1400378
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Education/Professional Experience

Since 2026 Head of the Research Center Artificial Intelligence in personalized nutrition for disease
prevention and well-being (AIPN), University of Vienna, Austria

Since 2025 President of the Federal European Society of Plant Biology (FESPB)

Since 2023 President of the Austrian Society for Plant Biology (AIPN)

2022 - 2024 Head of Department, Department of Functional and Evolutionary Ecology, Faculty of Life
Sciences, University of Vienna, Vienna, Austria

Since 2018 — Speaker of the Professoral Curia of the Faculty of Life Sciences

2019 - 2022 Vice-Head of the Department of Functional and Evolutionary Ecology, University of Vienna,
Austria

2016 Offer for Professorship at the University of Liverpool as Chair of Metabolomics, UK

Since 2015 — Founding Director of the Vienna Metabolomics Center (VIME) at the University of Vienna

2013 - 2022 Head of the Large Instrument Facility of Mass Spectrometry in Life Sciences, Faculty of Life
Sciences, University of Vienna

2013 -2019 Head of the newly established Department of Ecogenomics and Systems Biology including a
complete OMICS platform from next generation sequencing, proteomics, metabolomics and metabolic
modelling, at the University of Vienna

2008 — 2013 Full professor and founding chair of the Department for Molecular Systems Biology at the
University of Vienna, Austria

2007 — Offer ships for Professorship at the Michigan State University, USA and Full Professorship at the
University of Vienna, Austria
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2007 — Habilitation in Systems biology, Lecturer Systems Biology, University of Potsdam, Germany

2007 — 2008 Head of Central Infrastructure Systems Biology Lab, GoForSys, University Potsdam, Germany

2002 — 2008 Research Group Leader at the Max-Planck-Institute, Potsdam, Germany

2000 — 2002 Postdoc at the Max-Planck-Institute, Potsdam, Germany

1998 - PhD in Biochemistry, Institute of Molecular Biology and Biochemistry, Technical University Berlin,
Germany

1994 — Diploma in Chemistry, Institute of Molecular Biology and Biochemistry, Technical University Berlin,
Germany

Awards, professional duties and functions

- Member of the European Research Council Evaluation Panels 2021/2022/2023/2025

- Founding Director of the Vienna Metabolomics Center (VIME)
(http://metabolomics.univie.ac.at/vime-home/) since 2015

- Chair of MASC (Multi-National Arabidopsis Steering Committee,
https://www.arabidopsis.org/portals/masc/MASC Info.jsp) in 2012

- Founding chair of the Proteomics Committee MASC 2004-2010

- Chair of the Metabolomics Committee MASC 2021

- Founding member and European Coordinator of INPPO (International Plant Proteomics Organization;
https://inppo.org/) 2012

- Member of the Scientific Advisory Board Czech Globe (www.czechglobe.cz) 2013-2015

- Member of the Scientific Advisory Board of the Austrian Society of Analytical Chemistry (ASAC
http://www.asac.at/Index.aspx?site=1&main=85&sub=0&content=314) 2010-2012

- Member of the Scientific Advisory Board “Open Science”, Vienna, Austria since 2010

- Member of the Scientific Advisory Board CANCAN Gabriel Lippmann Institute Luxembourg 2015

- Member of the International Advisory Panel on Oil Palm Proteomics and Metabolomics (IAP-PROMET),
Advanced Biotechnology & Breeding Centre, Selangor, Malaysia 2015-2019, 2021,2022

- Member of the International Pearl Millet Genome Sequencing Consortium (IPMGSC)
(http://ceg.icrisat.org/ipmgsc/), Hyderabad, India since 2016

- Founding Special Chief Editor of Frontiers Metabolomics (http://www.frontiersin.org/Metabolomics)

- Editorial Board of Plant Biotechnology, Molecular &Cellular Proteomics, Journal of Personalized
Medicine, Current Metabolomics, Plant and Cell Physiology, Frontiers in Plant Sciences

- Austrian representative of the European Plant Proteomics COST action 2008

- AIST-Fellow (Advanced Industrial Science and Technology, Tsukuba, Japan) 2006

- Further Advisory boards: NATO Science Series I: Life and Behavioural Sciences 2004 “Genomics for
Biosafety in Plant Biotechnology, Sofia 2004; European Systems Biology (EUSYSBIO) Foresight
Workshop, Heidelberg, 2005; Dynamics of Aquatic Chemical Ecology, Wilhelmshaven, 2006;
Experimentelle und theoretische Metabolomforschung - metabolische Netze, Kéln, 2006; Steering
Committee of the systems biology programme GoFORSYS; BMBF call “Systems Biology”, Berlin 2008,
2011, 2013, Advisory Board for the BIOECONOMY program of the Helmholtz Society, Germany in 2014.

- Editor of “Metabolomics: Methods and Protocols”, in the series “Methods in Molcular Biology”,
Humana Press 2007

- Editor of “The Handbook of Plant Metabolomics”, Wiley 2013

- Editor of “Metabolomics in Practice: Successful Strategies to Generate and Analyze Metabolic Data”,
Wiley 2013

- invited lectures (selection of more than 150 invited lectures since 2002): Plenary Lecture at the
International Metabolomics Conference 2013, Glasgow, Scotland; Keynote Lecture at the Conference of
the Phytochemical Society of North America 2013, Corvallis, Oregon, USA; Keynote Lecture at the HUPO
2014 Madrid, Spain; Keynote Lecture at the EUROANALYSIS 2015, Bordeaux, France; Keynote Lecture at
the Gordon Research Conference Signalling 2015, Hongkong; Plenary Lecture at the Conference of the
Austrian Society of Molecular Biotechnology 2015, Salzburg, Austria, Keynote Lecture INPPO 2016,
Bratislava, Slowakia, Keynote lecture 6° Congreso Nacional de la Sociedad Espanola de Proteomics
2016, Cadiz, Spain, and many more
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- Regular invited reviewing activities for the following journals:
Analytical & Bioanalytical Chemistry, Amino Acids, Analytical Biochemistry, Analytical Chemistry,
Angewandte Chemie, Bioessays, Bioinformatics, Biotechnology Progress, BMC Bioinformatics, BMC
Plant Biology, BMC Systems Biology, Drug Discovery, Electrophoresis, Febs Letters, Frontiers, Journal of
Chemometrics, Journal of Mass Spectrometry, Journal of Plant Growth Regulation, Journal of Proteome
Research, Journal of Proteomics, Journal of Experimental Botany, Molecular Biosystems, Molecular &
Cellular Proteomics, Metabolomics, Molecular Systems Biology, Nucleic Acids Research, Nature, Nature
Biotechnology, Nature Methods, Nature Protocols, Nature Reviews, Nature Communications, Plant &
Cell and Environment, Phytochemistry, Plant Cell, Plant Ecology and Diversity, Plant Journal, Plant
Methods, Plant Physiology, Planta, PLOS, Proteomics, Rapid Communications of Mass Spectrometry,
Science and others.

Selected grants

Third-party-funding in total since 2002: 43,8 Million EURO

2007 Research platforms for systems biology in germany (FORSYS), German Federal Ministry of Education and
Research, 13 Million Euro

2008 Nutrigenomics: Allergenicity in crop plants German Federal Ministry of Education and Research, 1
Million Euro

2011 MERIT Metabolic Reprogramming by Induction of Transcription, European Commission, 2,1 Million Euro

2012 In situ Arabidopsis thaliana Austrian Science Fund (FWF), 350000 Euro

2015 CALIPSO Ca2+ and light signals in photosynthetic organisms, European Commission, 3,4 Million Euro

2016 Metabolomics platform for natural product research Chinese scholarship council PhD Scholarship

2018 Wheat Seed Proteomics  Chinese scholarship council PhD Scholarship

2018 Production of High Value Products using Microalgal Biotechnology Austrian Research Promotion
Agency (FFG) 420.000 Euro
2018 Machine and deep learning for multiomics data Chinese scholarship council PhD Scholarship

2019 Macrophage and Cancer  Chinese scholarship council PhD Scholarship

2020 Natural Products and inflammation Chinese scholarship council PhD Scholarship

2021 MENTOR — Molecular mechanisms to improve plant resilience in the climate crisis, Austrian Science Fund
(FWF), PhD School 2.2 MEuro

2025 AIPN Research Center, University of Vienna, 1.6 MEuro

Selected Collaborations

e Rajeev K Varshney, former ICRISAT and now Director, State Agricultural Biotechnology Centre,
Director, Centre for Crop & Food Innovation, International Chair in Agriculture & Food Security, Food
Futures Institute, Murdoch University, Australia: Collaboration on germplasm collections of chickpea,
pigeonpea, groundnut, wheat and others

e Rakesh Srivastava, International Crops Research Institute for Semi-Arid Tropics (ICRISAT): Drought
stress in staple food crops such as Pearl millet, Chickpea, Pigeonpea and others

e  Guntur Subbarao, Japan International Research Center for Agricultural Sciences (JIRCAS): Biological
Nitrification Inhibition

e Dong Jiang, Nanjing Agricultural University China: Wheat grain filling, nitrogen use efficieny, and other
topics.

e Pingfang Yang, School of Life Science, Hubei University, Wuhan, China: Natural product research in
the vegetable and traditional medicinal herb Nelumbo nucifera

e Yanmei Chen, China Agricultural University, Beijing, China: Stress tolerant maize

e Karl Heinz Wagner (UNIVIE), Austria: Metabolomics of Nutrition, Aging and Fitness

e Robert Hall, Wagningen University, Netherlands: Metabolomics of Tomato

e  Max Planck Institute of Molecular Plant Physiology, Germany: Genome wide association studies in
germplasm collections



e INPPO International Plant Proteomics Organization

e  MASC Multinational Arabidopsis Steering Committee: Global adaptation of plants to climate change

e  Alexandry Kautzky-Viller (MedUni Wien), Austria: Gestational diabetes mellitus, metabolic syndrome
and gut microbiome

e Thomas Weichhart (MedUni Wien), Austria: mTOR regulation in animals and plants, metabolic
modelling of TOR signaling

e Sébastien Couillard-Després (Paracelsus Medizinische Privatuniversitat), Austria: Neuroregeneration
by treatment with natural products, Metabolomics, Phosphoproteomics and metabolic modelling

e Gunda Koellensperger (UNIVIE), Austria: stem cell metabolic modelling

Selected Publications

for a full list https://scholar.google.at/citations?user=2000ZCgAAAA)&hl=de&oi=ao)
- Citation 36483, H-Index 92, i10 index 275 (google scholar September 2026)
- More than 350 original publications (among others: Cell, Cell Reports, PNAS, Nature

Biotechnology, Nature Protocol, Nature Communication, Nature Immunology, Plant Cell,
Plant Physiology, New Phytologist, Plant Journal, Plant Biotechnology, Molecular&Cellular
Proteomics, Metabolomics, Bioinformatics)

-29 reviews (among other: Annual Review, Drug Discovery).

- 3 books as editor, 10 book chapters.

- 3 patents.
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